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IN THE SPECIFICATION; 

Please insert the attached substitute sequence listing after the specification but 
before the claims. 

On pages 18 and 19 of the specification, please replace Tables 1 and 2 with 
the following new tables: 
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On page 21 of the specification, please replace the paragraph beginning on line 9 
with the following: 

In the case of the extracellular domains 1 to 3 SEQ ID NO. 2-7- 23 and SEQ ID NO: 2& 

24 (for domains 1 3) and SEQ ID NO: 29 and SEQ ID NO: 30 (for domain 3 alone) , the 
primers used correspond to sequences SEQ ID NO: 9 and SEQ ID NO: 10. After digestion of 
the amplified fragment (943 bp) SEQ ID NO: 25 and SEQ ID NO: 26 with endonucleases 
BamHI and EcoRI, the cDNA coding 1-3 domains of KDR was purified, and cloned in 
pAECA2 vector. Clones positive by restriction analysis were verified by sequencing of the 
corresponding DNA. The cDNA corresponding to KDR 1 -3 was then subcloned 
Kpnl/EcoRV in the already described pMAE5A5 vector (pMAE5A5 KDR 1-3). 

For the cloning of transmembrane and cytostolic regions of the receptor (SEP ID NO: 

25 and SEP ID NO: 26) a two-step strategy was designed. For the insertion of the first 
segment, the primers corresponding to SEQ ID NP: 1 1 and SEQ ID NP: 12 were used. After 
the Xbal/BgUI digestion of this 747bp segment, the product was cloned in the pMAE5 vector, 
previously digested with the same enzymes, obtaining the plasmid PMAE5 KDR 747. This 
plasmid was digested Bglll/NotI in order to insert the remaining carboxi-terminal fragment of 
1091bp that was amplified using the primers corresponding to sequences SEQ ID NP: 13 and 
SEQ ID NP: 14. Clones positive by restriction analysis were verified by DNA sequencing 
and denominated pMAE5 KDR C. 



